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Supplementary Table

Supplementary Table 1: Fraction of interactions with shared GO
annotation.

Shared annotation for interacting pairs in the FYI [1] and the full HC network were calculated.

Statistical significance of differences in the fraction of shared annotation between FYI and HC

were computed using Fisher's Exact Test (P<0.01). Only those interactions are considered in

which both protein partners have a known GO annotation.

GO
Function

GO
Process

GO
Component

FYI 0.62 0.67 0.63

HC 0.43 0.43 0.49

HCh 0.52 0.50 0.52

HCm 0.49 0.48 0.55

LC 0.37 0.36 0.46


