Supplementary Table S4. Abundance and regulation of alternative splicing events in mouse protein-coding sequence.

	

	No. of events1
	No. of genes
	Fraction regulated
	Fraction strongly regulated

	skipped exon
	2,165
	1,684
	76.7%
	55.0%

	NAGNAG
	1,970
	1,658
	28.3%
	8.38%

	alternative 3' splice sites 3 nt apart
	443
	421
	49.7%
	26.0%

	alternative 5' splice sites
	358
	348
	50.6%
	27.1%

	mutually exclusive exons
	73
	72
	83.6%
	68.5%



[bookmark: _GoBack]1Similar to Supplementary Table S1, but for mouse NAGNAGs and based on paired-end sequencing of tissues of a C57BL/6J individual.
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