Table S2. Major sources of phylogenetic information.

	Phylogeny
	Genes
	Source

	wrens
	cytochrome b
	[1,2]

	Phylloscopus & Seicercus
	cytochrome b
	[3,4]

	Anthus
	cytochrome b
	[5]

	Catharus
	cytochrome b
	[6,7]

	grackles & allies
	cytochrome b, ND2
	[8]

	Estrildidae
	ND2, ND6
	[9] *

	Parus
	cytochrome b
	[10]

	Tangara
	cytochrome b, ND2
	[11]

	Turdus & allies
	cytochrome b, ND2, ND3
	[12]

	Dendroica, Parula, Seiurus, Vermivora
	cytochrome b, ND2, ATPase 6, ATPase 8
	[13-15]

	Amazona
	COI
	[16]

	Tringa
	cytochrome b, ND2
	[17]

	swallows
	cytochrome b, ND3
	[18,19]

	caciques & oropendolas
	cytochrome b
	[20,21]

	Ficedula
	cytochrome b, ND2
	[22]

	Hemispingus
	ND2
	[23]

	Acanthiza
	cytochrome b
	[24]

	Anas
	cytochrome b
	[25,26]

	Toxostoma
	cytochrome b, ND2
	[27]

	Thamnophilus
	cytochrome b, ND2, ND3
	[28]

	Geositta
	cytochrome b, ND2, ND3
	[29]

	storks
	cytochrome b
	[30]

	Meliphaga
	cytochrome b
	[31]

	Trogons
	cytochrome b, ND2
	[32]

	Sylvia
	cytochrome b
	[33]

	Alcinae
	cytochrome b
	[34]

	Picoides & Veniliornis
	cytochrome b, COI
	[35,36]

	Empidonax
	cytochrome b, ND2, ND3
	[37]

	Icterus
	cytochrome b, ND2
	[38]

	Crax
	ND2
	[39]

	Ramphastos
	cytochrome b, ND2
	[40]

	Aegotheles
	cytochrome b
	[41]

	penguins
	cytochrome b, COI
	[42]

	Pteroglossus
	cytochrome b, ATPase 6
	[43]

	Larus
	cytochrome b
	[44]

	grouse, turkeys, partridges & tragopans
	cytochrome b, ND2
	


[45-47] ADDIN EN.CITE 

	Myioborus
	cytochrome b
	[48]

	Alectoris
	cytochrome b
	[49]

	Cinclodes
	COI, ND3
	[50]

	cranes
	cytochrome b
	[51]

	albatrosses
	cytochrome b
	[52]

	Sterna
	cytochrome b, ND2
	[53]

	Puffinus
	cytochrome b
	[54]

	Tauraco
	cytochrome
	[55]

	Myiarchus
	ATPase 6, ATPase 8
	[56]


* in addition unpublished sequence data was provided by M. Sorenson and R. Payne.
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