Table S1. Pairwise number of substitutions for whole mitochondrial genomes without Dloop of the Asian elephant, the African elephant, the mammoth, the mastodon, the dugong and the hyrax. 


  Elephas 1 Elephas2  Loxo 1     Loxo 2    Mamm 1  Mamm 2 Masto      Dugo
     Pro


[image: image1.emf]Elephas1 0

Elephas2 162 0

Loxodonta1 743 768 0

Loxodonta2 734 759 17 0

Mammuthus1 692 697 755 748 0

Mammuthus2 693 697 754 747 34 0

Mastodon 1696 1681 1693 1685 1703 1704 0

Dugong 3682 3683 3722 3716 3700 3692 3679 0

Procavia 3913 3906 3898 3891 3913 3908 3912 3584 0
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		Taxa

		Elephas1		0

		Elephas2		162		0

		Loxodonta1		743		768		0

		Loxodonta2		734		759		17		0

		Mammuthus1		692		697		755		748		0

		Mammuthus2		693		697		754		747		34		0

		Mastodon		1696		1681		1693		1685		1703		1704		0

		Dugong		3682		3683		3722		3716		3700		3692		3679		0

		Procavia		3913		3906		3898		3891		3913		3908		3912		3584		0






