Figure S3

A

% identical / amino acids

IAN1 IAN2 IAN3 IAN4 IAN5 IAN6 IAN7 IAN9

IAN1 | 100.0/328

IAN2 | 37.9/235 100.0/300

IAN3| 37.2/288 39.2/240 100.0/293

IAN4 | 36.5/233 40.1/287 41.4/220 100.0 /301

IAN5| 38.3/240 47.1/210 42.9/217 100.0/308

IAN6 | 388/206 43.7/197 39.5/195 50.3/183 50.6/180 100.0/305

IAN7 | 39.3/270 38.4/203 53.1/200 37.6/229 37.6/229 41.4/203 100.0/291

IAN9| 32.7/223 41.1/192 42.3/189 39.9/203 39.9/203 41.1/180 39.8/186 100.0/688

B G1 (P-loop)

IAN4 1' METLONVVTGGKKGGCTSGSRPLRILLVGKSGCGKSATGNSLLRRPAFESRLRGQS
* * Kk kkkkkkkkkkhkkkhkkhkkh Khkhkkkk kkkhkkk

IAN5 1" MEHLQKSTYGTIVQGPEAHCVQESSCLRILLVGKSGCGKSATGNSILRRPAFQSRLRGQS

G2 G3
IAN4 57' [VIRTSQAETGTWEGRSILVVDTPPIFESKAQNQDMDKDIGDCYLLCAPGPHVLLLVTQLG

hkkhkkkhhkkhhkkhhhkkhhkhhhkkhhkhhhkhhhhkhhhkkhhkhhhkkhhkkhhhkkhhkkhhkkhk

IAN5 61" [VORTSQAETGTWEGRSILVVIDTPPIFESKAQNODMDKDIGDCYLLCAPGPHVLLLVTQLG

G4
IAN4 117' RFTAEDVMAVRMVKEVFGVGVMRHMIVLETRKEDLAEKSLEEFVTHTDNRSLRSLVQECG

hkkkkk kkkkkkkkkkkkkkkkkkkkkhkhkkhk hkkkkhkkkkhkkkkkkkk *kkk
IAN5 121" RFTAEDAMAVRMVKEVFGVGVMRHMIVLETRKEDLEEKSLEEFVTHTDNRSLRSLTQECG

IAN motif Coiled coil

IAN4 177 RIRYCAEINNRAEGEEQQGQLAELMALVRRLEQECEGSFHSN;ILFLHAETLLRE

hkkhkkhhkkhhhkhhhkhhhkhhhkhkhhhkhhhkhkhhhkhhhkhkhhhkhhhhhdhdx Fhhkhhhhhhhdhk

IAN5 181" mGEEGLAELMALVRRLEECEGSFHSNLFLHAEALLREYSVHE

Coiled caoil Hydrophobic
IAN4 237' [YRCYLAKVROEVEKQORWELEEQEGSWVLKVLPIGKKLEVLHSDFQWYLVLAILIFFVEFF]
khkkhkhkhkkhkhkhhkhkhhhhdx *hkhhdhkhkhx * * * * * * *

IAN5 241" [YRCYLAKVRQEVEKQRRELEEQEGSWIAKMICTVKSCWSSHTAACALLIVLGLTLLTTFI

IAN4 297' [LLFY
*
IAN5 301" [NLCISRCK

%) %)
%) %)
C s . 2 5 2 s g 5
g ) € I ) S )
o} s L2 o} s 2
> S c o > - c [}
= [o% = Kl c o = )
(== N 285 (= [9p]
28S - 285— ] 285-
- «-22kb | " «-22kb
185 — 185— 3 18S- 185-

«13kb «a . «13kb “fkb

Probe: 1AN4 ORF IAN4-specific IAN5-specific GAPDH



