Figure S2. Mapping of transcription start sites by 5’-RACE-PCR

oxdD (yoaN)
ctaggcacagcaatctaagattctgcataggctgaaataaaatcttgttcatttctaaaacgaggtgcatgctgTTG
spsA

cctagcgcaacttgagcataagcaacataagataacgatagttt-15 bp-aagaaggaggtgtaggatTTG
tgl

taactttcattgcccaagctctttgcatatcttataaaaaacaaggggggctaaacATG
ylbD

aggcgaacacaatgcccgacaaaacgatacattgtagtaggtaacgattttcggagggggtgaggattGTG

yfnE*

gtgaaagcaagcgttattattcctgcatataattcgaaggagc-75 bp-ctctgaggacgggacgctctcgatg
yfnH

ttggtcaccaaggctggctttctctcatatcattacagtagattt-85 bp-atagagatgaggggtagagATG

yhcO*

aatgacacactgcgaactcaggctgcatagagtaaaaataaaaaggtaca-70 bp-tgtgcggagtccttgtgATG
yhjR

ctccgcacatctctcc-ctgcccaacatatacttttacagaagcccaattcctaagaatggagttgaatccccTTG

yitB

acctgaacctttatgc-aaaaaatgaatagtctgcctataactcga-20 bp-atgcaaacggggggaaaacaTTG

yitC*

tgcggaaccattaagagcccggctgaatatgctttttagcaaaatggttttatgcccaaggagaggtagtATG

ykuD

aatgtagcaggatgggctcctcatcaatacttataagtaaaaaaggaggatgaggaaaCTG
yngK

ttaatcacccttttat-agcccgggaataccgtaatagcgaata-15 bp-tgggggagaagaaacagaATG

yodH

tcataaacctatgtct-ttatacgacatatgataaggaaaaaggaggattcgataTTG

ypqA*

tttataacaacatctggcatagacgcataatctggttaaaaaaggcggtggcgataTTG
yrkC

tttagcacactccctt-aataaatgcataggatactatcacaaaaatttataattgcggggatcaaaaaATG
ysnD

ataggcacttctcttgttccctcggcatacattaatgatatcttgcaaagaaaaggtgatacgATG
ytlA

gcattcacacattttt-atacccatcatacgatatgtaaagcaaa-20 bp-gaaataaggaggttgtctatGTG

yxeE

atgcgtgccactgtgccaatgactacataagttataaggaattcacccacaaggagactgatcacATG
