
0

0.0563

0.1125

0.1688

0

0.0563

0.1125

0.1688

exons enhancers

20 201010 00

non-exonic sequences enhancers

dock9 R
R

ttc29 R
R

ccdc46 R
R

fraction fraction

Number of sites / 200bp (S200)

exons random regions flanking regions

co
un

ts

0

5000

10000

15000

20000

Number of positions matching family of transcription factor binding sites in various types of sequences 

Distribution of S200 for exonic
sequences versus enhancers

Distribution of S200 for non-coding
sequences versus enhancers

A

B C 

Number of sites / 200bp (S200)

60 % 95 %

Figure S7 Eichenlaub and Ettwiller 2011


