
Supplementary Figure 2A: mitotic germline (Agilent)

signal intensity

4 6 8 10 12 14 16 18

0
0.

00
5

0.
01

0.
01

5

fr
eq

ue
nc

y

2995 2661 2391 2076 1741 1373 1066 759 486 235

15362 13861 12295 10774 9274 7806 6277 4749 3186 1601

0.16 0.16 0.16 0.16 0.16 0.15 0.15 0.14 0.13 0.13

− 1.6 0.1 0.4 1.6 6.2 7.2 9.1 8 5

0.48 0.58 0.62 0.58 0.5 0.36 0.26 0.18 0.17 0.05

7.7 6.4 11.9 14.5 14.9 8.5 7.6 4.7 4.2 1

# X probes

# A probes

% X−linked

−log10(P−value)

median A−X

−log10(P−value)

all probes >q10 >q20 >q30 >q40 >q50 >q60 >q70 >q80 >q90

X probes
A probes

Supplementary Figure 2B: mitotic germline (Affymetrix)
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Supplementary Figure 2C: male thorax
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Supplementary Figure 2D: female thorax
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Supplementary Figure 2E: MSL2 RNAi (Hamada)
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Supplementary Figure 2F: control cells (Hamada)
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