Primer Pair Name Size Location Sequence

Hhflorfos 45 Hhfl ORF 506.0 TTCTTGGAATCCGTCATCAGAG
GTGTTCGGTGTAGGTAACAGAGT
Gal7 Terminator 170.0 TTTTTTTTTTTTTATGGAAAGGACCAC
Gal7MN1037 e 7 ATCTGATTCTTAATGCTATTCTAGTTA
Gal7 ORF 10500 AATCTGACCATCTAAATTTCTTAGTTT
Gal7MN1058 61 - TCAAAGAGATTTAACTTCGGAACAA
Gal7 ORF 890.0 TCATCACCAGTCGCATTCAAAG
Gal7MN1074 61 = " AAACGAGTTTCCCATACTCAATG
Gal7 ORF 100 TAAAAAAAAACAGTTGAATATICCCTC
Gal7MN1002 & = TTGTAACGTCTATGGGAATGGC
Gal7 Promoler 610 AAAGATATAAAAGCAGGTCGGAAAT
Gal7MN1009 61 _ - ATCATGTTGATGCTCTGCATAATAA
GalVNZ221 51 Gallo ORF 550.0 TAAAATAACGCAAGATAGCAAACTTC
e TTGAATGATCTTTACAATAGCGACA
CalMNZ225 51 Gall0 ORF 5100 GCTATTGTAAAGATCATTCAAGATATT
e TAATCCGTATGGTCATACGAAATAC
Gall0 ORF 4700 TTCGTATGACCATACGGATTAGT
GalMN2229 61 . . ATATGATTCCTATCCCAGAAGAATG
Gall0 ORF 4300 CTTCTGGGATAGGAATCATATITG
GalMN2233 6 - . TCTTCTGCTACTGTCTATGGTG
Gall0 ORF 390.0 ACCATAGACAGTAGCAGAAGATG
GalMN2237 o s GTTAATGCAACAATACAACGTTTCC
GalVNZ241 5 Gallo ORF 3500 ACGTTGTATTGTTGCATTAACTCTA
- ACTATCACAATAACATTTTGGGAAC
Gall0 ORF 3100 CCAAAATGTTATTGTGATAGTATCTC
GalMN2245 6 - e . TTAAAGGCTGTAGGTGAATCTAC
CalMNZ240 51 Gall0 ORF 5700 AGATTCACCTACAGCCTTTAAAC
e CAAAGAATATAAAATTGATTCGGTAATTC
Gall0 ORF 5300 GAATCAATTTTATATTCTTTGAAAACCTT
GalMN2253 61 e AGGTTGATTTGTGTGACCGAAAA
Gall0 ORF 1900 TTCGGTCACACAAATCAACCTC
GalMN2257 6 - = AGGTTAGAGGTCTTGACCAAG
Gall0 ORF 1500 CTTGGTCAAGACCTCTAACCT
GalMN2261 e = TGCTGATAACCTGTCGAATTCAA
Gall0 ORF 1100 GAATTCGACAGGTTATCAGCAAC
GalMN2265 61 = .._ CTGTGGTAGAGCTAATTGAGAAT
Gall0 ORF 775 TCTCAATTAGCTCTACCACAGT
GalMN1579 46 = o GGTGCTGGATACATTGGTTCA
Gall0 ORF 575 GIGTGTGAACCAATGTATCCAG
GalMN1591 46 = o AAATTGTTTTGGTTACAGGTGGTG
Gall0 ORF 375 TATCCAGCACCACCTGTAACC
GalMN1602 56 = — CAGTTACAAAGTGAAAGTACTTCTAA
GalMN1612 =5 Gall0 ORF 175 CAAAACAATTTTAGAAGTACTTTCACT
— o ATTCAATATAAATGACAGCTCAGTTA
GalMN1623 59 Gal10 Promoter -50 TTTCACTTTGTAACTGAGCTGTCA

— - — AAAAAAAGTAAGAATTTTTGAAAATTCAATATA
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GalMN1643 o1 Gall0 Promoter 460 AAAAATTCTTACTTTTITTTTGGATGGAC
- TGCCATGTAATATGATTATTAAACTTCT
GalMN1664 o1 Gall0 Promoter 860 TAATAATCATATTACATGGCATTACCA
- ATATAAGTAAGATTAGATATGGATATGTA
Gall0 Promoter  -105.0 GCATTACCACCATATACATATCCA
GalMN1678 63 - GCTCTTTACATTTCCACAACATATAA
GalMN1687 g Gall0 Promoter 1235 ATATCCATATCTAATCTTACITATATGTT
- TTTTAGGCTAAGATAATGGGGCT
Gall0 Promoter 1235 CATATCTAATCTTACTTATATGTTGTG
GalMN1689 56 - GGCTAAGATAATGGGGCTCTTT
Gall0 Promoter 1450 TTATATGTTGTGGAAATGTAAAGAGC
GalMN1699 69 - TGAAAGTTCCAAAGAGAAGGTTTT
GalMNA 713 6 GaMo Promoter  -1635 CCCCATTATCTTAGCCTAAAAAAAC
- TAAGCGTATTACTGAAAGTTCCAAA
GalMN1179 . Gall0 Promoter _ -186.0 CTAAAAAAACCTTCTCTTTGGAACTTT
—- AATCCGTACTTCAATATAGCAATGA
Gall Promoter -463.5 CAGTAATACGCTTAACTGCTCAT
GalMN1726 56 = TCGGCGGCTTCTAATCCGT
Gal1 Promoter -443.5 CATTGCTATATTGAAGTACGGATTA
GalMN1736 56 - GTCGGAGGGCTGTCGCC
Gal1 Promoter -426.0 GAAGCCGCCGAGCGGG
GalMN1749 41 - AGAGTCTTCCGTCGGAGGG
Gall Promoter -4135 CGCCGAGCGGGCGACAGC
GalMN1752 56 - AAGACGAGGACGCACGGAG
Gall Promoter -401.0 GCGACAGCCCTCCGACGG
GalMN1190 61 - GGAACGCGACCGGTGAAG
Gall Promoter __-386.0 TCCTCCGTGCGTCCTCG
GalMN1768 41 - TTTCAGGAACGCGACCGGT
Gall Promoter -368.5 CGTCTTCACCGGTCGCGT
GalMN1775 46 = CGGCGCGAGGCACATCT
Gall Promoter -3435 ACGCAGATGTGCCTCGCG
GalMN1792 46 - AGAATCTTTATTGTTCGGAGCAGT
Gal1 Promoter -324.5 TCGCGCCGCACTGCTCCG
GalMN1800 o8 - TCATAACCATAAAAGCTAGTATTGTAG
GalMN1814 oo Gall Promoter  -3035 GAACAATAAAGATTCTACAATACTAGC
= CCAGGTTACTGCCAATTTTTCC
Gall Promoter 2885 TACAATACTAGCTTTTATGGTTATGAA
GalMN1823 66 = TGAAGGTTTGTGGGGCCAG
Gall Promoter 2835 GCTTTTATGGTTATGAAGAGGAAAAAT
GalMN1496 56 = TGAAGGTTTGTGGGGCCAG
GalMNI366 - Gall Promoter  266.0 TTATGAAGAGGAAAAATTGGCAGTA
= TGGTTGTTAATTTGATTCGTTAATTTG
GalMN1211 62 Gal1 Promoter 2495 AGTAACCTGGCCCCACAAAC
ATTATCATCCTATGGTTGTTAATTTGAT
GaliMN51 75 Gal1 Promoter -243.0 AGTAACCTGGCCCCACAAAC

AAAAACTAATCGCATTATCATCCT
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GalMN1 201 oo Gall Promoter 2235 AAATTAACGAATCAAATTAACAACCATAG
i CCAGAAATAAGGCTAAAAAACTAATC
Gal1 Promoter -205.0 ATTAACAACCATAGGATGATAATGC
GalMN1289 73 = ATCGCTTCGCTGATTAATTACCC
Gall Promoter  -188.5 AATGCGATTAGTTTTTTAGCCTTATTT
GalMN1528 66 = TAGATCAAAAATCATCGCTTCGC
GalMN1533 o Gall Promoter 1635 GGGTAATTAATCAGCGAAGCGA
= " TCCATTTATATATCTGTTAATAGATCAAA
GalMN1441 76 Gal1 Promoter -143.5 TCAGCGAAGCGATGATTTTTGAT
= AAGTATTAGTTAAAGTGGTTATGCAG
GalMNI 450 . Gal Promoter _ -118.0 ATTAACAGATATATAAATGGAAAAGCTG
R GAAGTAATACAAACTGAAAATGTTGAA
GalMN1349 o1 Gall Promoter  -106.0 CAGATATATAAATGGAAAAGCTGCATA
= — TTTTATGACATTTGAATAAGAAGTAATAC
GalMN1350 89 Gal1 Promoter -85.0 GCATAACCACTTTAACTAATACTTTCA
_ — TAACAATTTTTTGTTGATACTTTTATGACA
Gal1l Promoter -78.0 TACTTTCAACATTTTCAGTTTGTATTAC
GalMN1860 65 — - ATTTTTTGTTGATACTTTTATGACATTTG
GalMN{ 233 3 Gall Promoter 770 TAATACTTTCAACATTTTCAGTTTGTATT
_ — — TAACAATTTTTTGTTGATACTTTTATGACA
GalVNA 868 o Gal Promoter 605 CAGTTTGTATTACTTCTTATTCAAATG
o — AGTATAGAGGTATATTAACAATTTTTTGT
GalMNIB76 s Gall Promoter _ -475 TTATTCAAATGTCATAAAAGTATCAACAA
o — TTGACGTTAAAGTATAGAGGTATATTA
GalMN1546 s Gall Promoter  -435 TCAAATGTCATAAAAGTATCAACAAAA
o - " CTCCTTGACGTTAAAGTATAGAGGTAT
GalMN1 887 oo Gall Promoter 235 CAACAAAAAATTGTTAATATACCTCTATA
o - ATTTAGTCATTATAGTTTTTTCTCCTTG
GalMN1459 s Gall Promoter 30 CCTCTATACTTTAACGTCAAGGAGAA
o - AATCACTTCTTCTGAATGAGATTTAGT
GalMN1901 51 Gall ORF 200 AAAAAACTATAATGACTAAATCTCATTCA
.,_ — CTAGAATTGAACTCAGGTACAATCA
Gall ORF 375 TCTCATTCAGAAGAAGTGATTGTAC
GalMN1914 56 = GGTAATTCCTTTGCGCTAGAATT
Gall ORF 600 CTGAGTTCAATTCTAGCGCAAAG
GalMN1928 51 = ACTTTTCGGCCAATGGTCTTG
Gall ORF 775 AAGGAATTACCAAGACCATTGGC
GalMN2049 46 = . TAATTATGCTCGGGCACTTTTCG
Gall ORF 925 CAAGACCATTGGCCGAAAAGT
GalMN2055 56 = ATAAGCGCTTATAAATTTCTTAATTATGC
Gall ORF 1200 GAGCATAATTAAGAAATTTATAAGCGC
GalMN2062 o1 = CGATCTAGCAACAAAATCCGGT
Gall ORF 1350 TAAGCGCTTATGATGCTAAACCG
GalMN2065 51 = " CTCTACCAGGCGATCTAGC
GalMNZ089 51 Gall ORF 1550 CCGGATTTTGTTGCTAGATCG

ATGTTCACCAATTAGATTGACTCTA
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GaMNzo7s 51 Gall ORF 70 AGAAGTCACAATAATCAATATGTTC
GaMNzore 51 Oall ORF 0 AATAGCTAAAGGTAAAACCGAG
GalNzoss 51 G 0RO A GGATATCAAAATCAA
GalMnzoss 47 Gl ORF_ 7O AAAACTTTGACGGC
GalMNzos2 57 G R 0 e OO TCARAAG
GaMnzoos 51 Gl ORF 880 L GOATRGATITTTCTC
GamMNzioz s G ORF 780 e reaoaTcAGeATT T
GaMNzios 61 G ORF 3000 B aaeAATeaRAGT s
GamMNzitz st GAT ORF 180 OO TeoARGaOG
GaMNit1 a9 AT oA 160 e T OOAACAAT
GalMNzt17 51 G OR300 A AAGOATOAATGTGAGAT
GaMNzizt 51 GAT OR300 R N ACGAGTOCOACAG
GalMN1570 50 Gall ORF 374,'5 ﬁlgg%g;\%TA%TCCA%(ZAT%(AEAGAGTAA
GaMNzizz 61 Ol OFF O T TCTTTAGAAAAGAGTGAGCAACA
GaMNzi4o 61 Ol OFF 00 GGABCACTGOCAARCOTITC
Ganztaz 47 CATORF 70 S CCAGAGOAGGAC |
GaMNz1as 41 _ Gall ORF 00 R CCOTOACAGAAGAGTTGCAG
GalMNzis4 4z Oall ORF S CAGTGCOAGTTGGTAGATG
camnztes 51 Gl O S0 AACGGCACAAATGAATG
GaMNz2171 g0 Ol OFF P08 CATATGATAACCAGGGCOCA
GaMNzi7s 61 Ol OFF P00 G TTCTGOACGACGGTAATAC
Gamnztzo 61 G OFF 8800 L CCTGATCOATAGCG
P o Gall ORF 7100 ATCATGCTCTATACGTTGAGTTC

TGCGGAAATTTAAACGGAGTAGC
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GalMN2191 61 Gall ORF 750.0 TACTCCGTTTAAATTTCCGCAATTA
R — GGTGTTCGCAATAACAAAGCTAA

Gz s _CHTORT ___we0 ASOUTGTIATIOCGMGICES
Guwwze o _CHTOR w0 TToAMCCCOCCOMOCAIC
Guwnzzz o1 _CATOR ___E0 AGTCRCTACAGCTGCMATGTT
Guwwzze o1 _CHTOR ___9ie0 GoTACTICTOCAMGHAS
GalMN2210 61 Gall ORF 950.0 AAGGTAATCTAAGAGATTTCATGAAC
= GGTGTGGAAATGTTGTGATATCTG
Gawzzie w1 _GW1OR 000 ATATCAGACATTTGOACACCGTG
Gawwies s _CaTORT oo Jcoocoarcacsbriane
Gawwies s _CHTOR om0 AGAGTOTCIOGCOAA GRS
Gawwies w1 _GaOF 1100 AimacaAceTeCaGToics
Gawwiees o1 _CaTOR 100 ATCrocacTosaToRGTCY
Gawwiees 75 _CHTOR ___Tero ToIAMGCIATATCAGAGGGET
Gumes s _GW1OW s AsAGreIrAscoCroTonss
G G _CHTORT 10 CoARIGTICHGICORGAGATTG
oo o1 e OFF 9700 CoTooGRG eSO T
rosio0s o1 _PeB OFF 00 GromTosocbRTaRAASTCS
o007 w1 _PIS OFF 5100 CoTAATCATCGTTCARGAATOACH
roio0s o1 _PIS OFF 00 SAGATGRCCCCTIGATIGNE
oo o1 _PIS O 2100 ACCAGTGIAMTIGOTOARCTTATAC
oot w1 P8 OFF___ B00 [macAGTCe GRTAGTOTY
roiOts o1 PGS OFF 2900 CTOTAGCORGACTGAGRGTA
oo o1 _PIos ORF 2100 AGEGTATCITICACCHTGTCTAC
Pho5MN1019 61 Pho_5 ORF 190.0 TACCAACCATTTGCAGTTGCTTC

— TATGGTATTTCTCGTGATTTGCCT
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peson o L 0T 00 JIA IO Ree e
ooz 1 _POS O 1500 OAMTCACORGAMTACCATAGTC
oo (Lot 00 [SIoecesmacne
I AL .5 00
o6 _PIos OFF 900 AAATGGGRAGATATC T TGGaTA
oot 100 SeCCoaIeTesien
I L - N2
oo 1 _PoS OFF 100 ATGAACOORDTAAATTGARTARACH
oo s1 _Pos P10 TAMCHCAOATITAACATTOSTARTO
rosios 61 _ PIos Flomoer 910 [GGTATCTOGAATITGOTTO0T
rosiots &1 _ P8 Ponoer 410 [SSTAATCICGRRTT TG 60T
oo 7 B 10 CIGIATCTGTIGTICTATT
oo 61 _PIos Flomoer 710 TATTCTORTGAGAGHTGAAGCOATA
PhoSMN1OS0 61 _ P08 Promoter 910 GAAATGAAACGTATATAA
rosios2 o1 P Ponoer 1110 CRARGHTCAGCGCTTATATACGT
rosioss &1 __ P8 Promoer 1910 ACOTTTCATIICGAOMTTORAAGA
rososs 1 _PIos ProTe 510 ARAGATST TACCCTTATCCCARAT
o1 P8 P 710 CAGSCISRTIOses,
rosios0 &1 __ P18 Ponger 1910 OAAGTAGOTORCOMTTIOATAAT
Prosios2 o1 _ P Prongler 2110 ATRATTGBCATGTGCGATCTCT
Pho5MN1064 61 Pho5 Promoier_ -231.0 g%-gfcqr%ip‘ciCCAgT%%AGCA%AGAA
erosioss &1 _ P08 P 2510 AATOATAATTTAGTCTOTOOTAGTO
Pho5MN1068 61 Pho5 Promoter -271.0 CTAGTCCCACGTGTGAGTGC

—_—

TAATTGAATAGGCAATCTCTAAATGAAT
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Pho5 Promoter

-291.

CAAGGTTGTATCGATTCATTTAGAG

PhoSMN1070 61 - GTAAAAGTGATTAAAAGAGTTAATTGAAT
oo a1 P P o e e
asnors o P P0Gt TCeoee
asiiso o P 0 {aET A e Toroos
esiion: o P P e Greeoe e
esiions o P Pro T seeeeee e
esiions o1 P P e e
eooe ot P P T TS
T R e R g oW 0o
emnios o P eSO GGG e T
s o PR P90 GG asaer T
o P oot ST e
o PR P S0 SecTosTaasicadEs
PROSMNT105 61 _PnOSp Promoter 6110 AT AT AATGTTGAC
ooy P o0 JEECICTECCT
oo o1 P om0 O AT GcaacereT
I iy s pc o
o o1 P o0 MO eCoT
romiis er P o7 CATATAGIGGIGESGS
e o Py P 70 GaTTETGaG AT
ez o1 P w70 TeGmeorseTeee
ez o P e 0 GG
PhosMN1125 61 PhoSp Promoter  -811.0 TATCAGTCCGATGTGTAAAAAATAG

GATGGTTTTTGTCCATCTTTTCG
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prosiii27 o1 _PPOS Promoler 910 AATAGRACTARTTTTITCSARAAGATS
Prosiii2s o1 _Phoss Promoer E510 AAAACATGGACARARACCATCTCTG
s o o Pome 10 AEARGeieTeTe
prosun o5 o1 _PIos Pomoler 3110 GTTITCTICTATIACTCCACAGS
ProsNNTI37 o1 _PPose Pamater 9810 AGGGARTGTTTTORTITICCOTTTT
prosuN a1 o _PIoSh Pamder 8705 T ICAACAGTCOTAMATARAAATTATTG
G o1 T e romc
GaNioss o _GH8 Pangsr T30 GCACTAARTITITACTGAMACGTATA
I R Gl 07 A
oo s 0T v ColeOTeeTeT
T o T P 5710 SATCCATECSCEI
Toeaios o1 T Prmom S50 e R
I R 7525 NN
TwauNii00 o1 TobE Porler 110 ATGICCCMATCTGTAGCTITR
i VAT
TwaNI112 o1 TR Pramolsr 4710 OTACAGTOTTANTCTIGAAGTOS
TwaN 14 o1 TOGED Poroler 510 GICCACTCCARTIGTGGAGAT
e o T oo 10 Lo e
T o1 T P 910 Lo AT
T o T P 990 TuGieeaCEe e
a0 o1 _Twermon 90 ORI
TwaNO0s o1 TR Pomaer 3510 ACTITGMCASGTANICSTACTC
Tub2MN1005 61 Tub2 Promoter -331.0 CTCGCTATTCATATTAGTGCTTTTC

TTTACTGTTAGGCCCAGGTTGA
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Tu2MN1007 1 TURZ TOmoler Tl T GAGGAGGATATGTTTA
TubRMNI00s o1 T o O G ATTAAGTGOAGCAG
Tu2MN1O1 61 TR Iomoter 0 G AAGAGAAGCOAGAAGAAATT
Tu2MN1O13 e T e L G GOGOGAATAAAGA
TobNtor7 a1 TR Promoter O CGCGCCARTTG.
Tu2MN1OT 61 TUPZ oMot ol S TAGACGTATATCGT
TobpNtozz o1 TP Promer O GG TCGCCTA
TuaMtoz4 et TUPE Promeer 1T O I T T TOC T T T TOC TG
Tu2MNt0Zs 61 T e L T ARAGTTTTCGTGTTTGTT
Tu2MNt030 61 TWPZPOmORr  O10 o CAGTAGTTGAGTTA
Tu2MNtosz  e1  TWB oMo T AT GTCACTCOAATTG
Tu2MN1034 61 TR PromoleL o0 e T GTAGTTGTAGTAGCTG
Tu2MN1036  e1 T oot O O T TGTGGAGATITTGCTTT
Tu2Ntoss  e1 T oot 0 A TGATTTGTCTOATTATATTACT
Tuamntoso et TWPZORT 100 e O ACTGACCTGTCOAG
TuaMntosz et TWZORT 300 e AGCACCAATITGGTTAG
TuzmMNtoss et TWEORT 100 e ATCOAMACOGTGCTC
TozuNtoss o1 TWRORE 800 e TaATATTCG.
Tuzmntoso et TWEORT 1100 T CTTOTRGATATCGT.
TozuNtoss o1 TWRORF 1800 e e AGTAGACGTTCA
Tuo2MNt0ss 61 _Tub2 ORF O RAGCOAGTTGOOAGARGATGC
Tuo2MNt0S7 61 TUb2 ORF 0 10GACGTTAATAGATOTTGAAC
Tub2MN1059 61 Tub2 ORF 190.0 GCATCTTCTGGGAAGTGGGT

CAATCGTCCCAGGTTCTAGAT
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Tub2 ORF 5100 TCCAAGATCTATTAACGTCGATCTA
Tub2MN1061 61 - GGCAGAATTGCGTACTGCGT
TubZorfoz o Tub2 ORF 2300 ATCTAGAACCTGGGACGATTG

GGTCTAAACAAATTCCCGATGG

Tub2 ORF 830.0 TGGTCGGCTACGCTCCATT

Tub2MN1062 61 GGGACAGTCAAAGATCTAAATGA

Tub2 ORF 850.0 ACGGCAATTGGCTCTCAATCATTT
Tub2MN1064 61 — ACATTTGCTGTGTTAATTCAGGG

61 Tub2 ORF 870.0 ATTTAGATCTTTGACTGTCCCTGAA

Tup2MINTO60 — CATCATGTTCTTGGCATCAAACA
Teamos o _TWEON 00 G
Ao T OT 0 e G o
Teawors o _TREOX 00 SRR

Twaiorr o1 _TWEOF 9700 GCAGCCITCTITACACGTAANG
e A S
Ao e _TRE O 00 e
TobouNtoss et _TWR ORI AGOAGTTTGOACATTGTTG
oA o _TREOT e e e

e O e rane

T 4 L e
oA w0 0 e
Tb2Ntoes o1 _TRZORT | 100 G GAAAATTAGTOAGAACT
e T O e
Ao T O I e
TboNtoes o1t TWROMT 11900 100 AATTOGTOOATAGOTTCAG
Ao e _TREOR o0 oAy
e o T OM a0 oo e s
Gal2MN1041 g1 Gal2pi Pr_omoter -571.0 GGCAACTACTTTGCATCAAACTC

— — o GAGTACCTTTTGTGAAAAGATTCTA
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Guuioss a1 OAPRI PomoRr W10 TCRCCTORTCTATATTCCARAG
Gunioss & GAEDI Pomoer 90 TACACKIICTOGACAGETATTG
Gumuios e CAZI Ponos 910 TOGATIGAVMATITGOTOTIGTGRE
Guania e _GHEON 1500 [oTIGACCRGAGAGGTAAT
GumuiTe & _GAEONF___ 13000 AIANITACEATTAGACGATITACARC
Rpb110rf03 61 Rpb11 ORF 320.0 AGCTTGGCGCCCTGAAGAC

TCGGCGGCTAGAGTTTGCA



